[image: agu_pubart-white_reduced]
JGR: Biogeosciences
Supporting Information for
Coastal Forest Seawater Exposure Increases Stem Methane Concentration 
[bookmark: _Hlk55826589]Matthew J. Norwood1*, Nicholas D. Ward1-2, Nate G. McDowell3,4, Allison N. Myers-Pigg1,5, Ben Bond-Lamberty6, Julia Indivero1,9, Stephanie Pennington6, Wenzhi Wang3,10, Matt Kirwan7, Anya M. Hopple4,8, J. Patrick Megonigal8

[bookmark: _Hlk55826573]1 Marine and Coastal Research Laboratory, Pacific Northwest National Laboratory, Sequim, WA, 98382, USA
2 School of Oceanography, University of Washington, Seattle, WA, 98195, USA
3Atmospheric Sciences and Global Change Division, Pacific Northwest National Laboratory, Richland, WA, 99352 
4 School of Biological Sciences, Washington State University, Pullman, WA 99164
5 Biological Sciences Division, Pacific Northwest National Laboratory, Richland. WA, 99352
6 Joint Global Change Research Institute, Pacific Northwest National Laboratory, College Park, MD 20740 USA
7 Virginia Institute of Marine Science, William & Mary, Gloucester Point, VA, 23062, USA
8 Smithsonian Environmental Research Center, Edgewater, MD, 21037, USA
9 now at School of Aquatic and Fishery Sciences, University of Washington, Seattle, WA, 98195, USA
10 now at Institute of Mountain Hazards and Environment, Chengdu, China
*Corresponding author, email: matthew.norwood@pnnl.gov
Contents of this file 



Table S1 
1

Introduction 
[bookmark: _GoBack]The R packages used for data interpretation are freely available in R package version 0.8.3 and R 3.5.2 (RStudio Team, 2017). Original and adapted R codes used to run statistics and make figures are found in Table S1.

Table S1. Original and adapted R codes used to run statistics.
	R Package
	Adapted R Code

	Factoextra 1.0.5
Vegan
2.5-6
	FAMD(data, axes= c(1,2), ind. sup = NULL, graph = TRUE)
metaMDS(data, distance="euclidean",k=2)

	Lme4 1.1.10
	lmer(y ~ x + (1|Treatment A/Treatment B), data);
lm(y ~ x + Treatment Type/(1/Tree Replicate), data); 
cor.test( ~ x + y, data, method = spearman, continuity = FALSE, conf.level = 0.95)

	Hmisc 4.2.0
	boxplot(Variable ~ Treatment Type, varwidth=TRUE, data)
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