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2.1 Supplementary Figures
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Supplementary Figure 1. Principal components analysis depicting global pattern of gene
expression for transcripts from (A) coral host tissue and (B) Symbiodinium for each of four
experimental treatments [Ambient-T, Ambient-pCO, (ATAC), High-T, Ambient-pCO, (HTAC),
Ambient-T, High-pCO, (ATHC), High-T, High-pCO, (HTHC)] as well as the freshly-released

larvae.



